aacccccgag ccaaaagatg gtcac 25 

<210> 378 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide probe 
<400> 378 

gtaccggtga ccaggcagca aaaggcaact atgggctcct ggatcag 47 

<210> 379 

<211> 2461 

<212> DNA 

<213> Homo sapiens 

<400> 379 

gggaaagatg gcggcgactc tgggacccct tgggtcgtgg cagcagtggc 50 
ggcgatgttt gtcggctcgg gatgggtcca ggatgttact ccttcttctt 100 
ttgttggggt ctgggcaggg gccacagcaa gtcggggcgg gtcaaacgtt 150 
cgagtacttg aaacgggagc actcgctgtc gaagccctac cagggtgtgg 200 
gcacaggcag ttcctcactg tggaatctga tgggcaatgc catggtgatg 250 
acccagtata tccgccttac cccagatatg caaagtaaac agggtgcctt 300 
gtggaaccgg gtgccatgtt tcctgagaga ctgggagttg caggtgcact 350 
tcaaaatcca tggacaagga aagaagaatc tgcatgggga tggcttggca 400 
atctggtaca caaaggatcg gatgcagcca gggcctgtgt ttggaaacat 450 
ggacaaattt gtggggctgg gagtatttgt agacacctac cccaatgagg 500 
agaagcagca agagcgggta ttcccctaca tctcagccat ggtgaacaac 550 
ggctccctca gctatgatca tgagcgggat gggcggccta cagagctggg 600 
aggctgcaca gccattgtcc gcaatcttca ttacgacacc ttcctggtga 650 
ttcgctacgt caagaggcat ttgacgataa tgatggatat tgatggcaag 700 
catgagtgga gggactgcat tgaagtgccc ggagtccgcc tgccccgcgg 750 
ctactacttc ggcacctcct ccatcactgg ggatctctca gataatcatg 800 
atgtcatttc cttgaagttg tttgaactga cagtggagag aaccccagaa 850 
gaggaaaagc tccatcgaga tgtgttcttg ccctcagtgg acaatatgaa 900 
gctgcctgag atgacagctc cactgccgcc cctgagtggc ctggccctct 950 
tcctcatcgt ctttttctcc ctggtgtttt ctgtatttgc catagtcatt 1000 
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ggtatcatac 


tctacaacaa 


atggcaggaa 


cagagccgaa 


a yoyo L LO Ld 


JLUO U 


ctgagccctc 


ctgctgccac 


cacttttgtg 


actgtcaccc 


angagg L.aog 


J_ X u u 


gaaggagcag gcactggcct 


gagcatgcag cctggagagt 


gcT-OL. Ly LOL 


1 1 


ctagcagctg gttggggact 


atattctgtc 


actggagttt 


T,y <aaoy Ocly y 


1 9nn 

J.Z u u 


gaccccgcat 


tcccatggtt gtgcatgggg 


acatctaact 


cugguccggg 


1 9sn 


aagccaccca 


ccccaGacrca 


atgctgctgt 


gatgtgcctt 


tccctgcagt 


lOU u 


ccttccatgt 


frrr rra n p a era a 


gtgtgaagag 


aatttacgtg 


gttgtgatgc 


1 Q n n 


V.i' C#C ^pA W^^SwiLV^f.^ 


gaacagaatt 


tcatagccca 


ggctgccgtg 


ttgttogact: 


±4 U U 


cagaaggccc 


ttctacttca 


gttttgaatc 


cacaaagaat 


taaaaactgg 




taacaccaca 


ggctttctga 


ccatccattc gttgggtttt 


gcatttgacc 


xouu 


caaccctctg 


cctacctgag 


gagctttctt 


tggaaaccag 


gatggaaact 


xoou 


tcttccctgc 


cttaccttcc 


tttcactcca 


ttcattgtcc 


tctctgtgtg 


loUU 


caacctgagc 


tgggaaaggc 


atttggatgc 


ctctctgttg 


gggcctgggg 


1 n 


ctgcagaaca 


cacctgcgtt 


tcactggcct 


tcattaggtg 


gccctaggga 


1 T n n 

1700 


gatggctttc tgctttggat 


cactgttccc 


tagcatgggt 


cttgggtcta 


1 'T c n 


ttggcatgtc 


catggccttc 


ccaatcaagt 


ctcttcaggc 


cctcagtgaa 


io UU 


gtttggctaa 


aggttggtgt 


aaaaatcaag agaagcctgg 


aagacatcat 


loDU 


ggatgccatg 


gattagctgt 


gcaactgacc agctccaggt 


ttgatcaaac 


ly UU 


caaaagcaac 


atttgtcatg tggtctgacc 


atgtggagat 


gtttctggac 


1 Q c; n 

lyou 


ttgctagagc 


ctgcttagct 


gcatgttttg 


tagttacgat 


ttttggaatc 


ZUUU 


ccactttgag 


tgctgaaagt 


gtaaggaagc 


tttcttctta 


caccttgggc 


on c;n 
ZUOU 


ttggatattg 


cccagagaag 


aaatttggct 


ttttttttct 


taatggacaa 


o 1 nn 
Z iUU 


gagacagttg 


ctgttctcat 


gttccaagtc tgagagcaac 


agaccctcat 


9 1 c;n 
Z lOU 


catctgtgcc 


tggaagagtt 


cactgtcatt 


gagcagcaca 


gcctgagtgc 


oonn 
zzUU 


tggcctctgt 


caacccttat 


tccactgcct 


tatttgacaa 


ggggttacat 


ZZOU 


gctgctcacc 


ttactgccct 


gggattaaat 


cagttacagg 


ccagagtctc 


o o n n 
ZoUU 


cttggagggc 


ctggaactct 


gagtcctcct 


atgaacctct 


gtagcctaaa 


2350 


tgaaattctt 


aaaatcaccg 


atggaaccaa 


aaaaaaaaaa 


aaaaagggcg 


2400 


gccgcgactc 


tagagtcgac 


ctgcagtagg 


gataacaggg 


taataagctt 


2450 
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ggccgccatg g 24 61 

<210> 380 
<211> 348 
<212> PRT 

<213> Homo sapiens 
<400> 380 

Met Ala Ala Thr Leu Gly Pro Leu Gly Ser Trp Gin Gin Trp Arg 
15 10 15 

Arg Cys Leu Ser Ala Arg Asp Gly Ser Arg Met Leu Leu Leu Leu 
20 25 30 

Leu Leu Leu Gly Ser Gly Gin Gly Pro Gin Gin Val Gly Ala Gly 
35 40 45 

Gin Thr Phe Glu Tyr Leu Lys Arg Glu His Ser Leu Ser Lys Pro 
50 55 60 

Tyr Gin Gly Val Gly Thr Gly Ser Ser Ser Leu Trp Asn Leu Met 
65 70 75 

Gly Asn Ala Met Val Met Thr Gin Tyr He Arg Leu Thr Pro Asp 
80 85 90 

Met Gin Ser Lys Gin Gly Ala Leu Trp Asn Arg Val Pro Cys Phe 
95 100 105 

Leu Arg Asp Trp Glu Leu Gin Val His Phe Lys He His Gly Gin 
110 115 120 

Gly Lys Lys Asn Leu His Gly Asp Gly Leu Ala He Trp Tyr Thr 
125 130 135 

Lys Asp Arg Met Gin Pro Gly Pro Val Phe Gly Asn Met Asp Lys 
140 145 150 

Phe Val Gly Leu Gly Val Phe Val Asp Thr Tyr Pro Asn Glu Glu 
155 160 165 

Lys Gin Gin Glu Arg Val Phe Pro Tyr He Ser Ala Met Val Asn 
170 175 180 

Asn Gly Ser Leu Ser Tyr Asp His Glu Arg Asp Gly Arg Pro Thr 
185 190 195 

Glu Leu Gly Gly Cys Thr Ala He Val Arg Asn Leu His Tyr Asp 
200 205 210 

Thr Phe Leu Val He Arg Tyr Val Lys Arg His Leu Thr He Met 
215 220 225 

Met Asp He Asp Gly Lys His Glu Trp Arg Asp Cys He Glu Val 
230 235 240 

Pro Gly Val Arg Leu Pro Arg Gly Tyr Tyr Phe Gly Thr Ser Ser 
245 250 255 
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